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ANALYTICKE VYZVY
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IDENTIFIKACE - INTACT MS
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IDENTIFIKACE - SUBUNIT MS, TOP-DOWN MS/MS
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ANALYTICKE VYZVY - GLYKOSILACE
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ANALYTICKE VYZVY - GLYKOSILACE, IC-MS
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ANALYTICKE VYZVY - GLYKOSILACE, IC-MS
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ANALYTICKE VYZVY - CHARGE VARIANTS

LYS

1

_ ) Column: MAbPac SCX, 5 um (Prototype)

Lysine variants Dimension: 4.6 x 250 mm

Sample: MAb 5 mg/mL
2 Inj. Volume: 15 uL
Eluent A: 20 mM MES pH 5.6 + 60 mM NaCl
Eluent B: 20 mM MES pH 5.6 + 300 mM NacCl
3 Flow Rate: 1 mL/min

Gradient: 20-45%B in 30 min

Other basic variants
Run #85

Run #74
Run #57

Run #40
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ANALYTICKE VYZVY - CHARGE VARIANTS, CE-MS
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ANALYTICKE VYZVY - CHARGE VARIANTS CE-MS
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ANALYTICKE VYZVY - CHARGE VARIANTS CE-MS
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2 Lys GOF/G1F 148930.7 148929.2 9.8
2Lys GOF/GOF 148768.5 148767.8 438
2Lys (G1F)2 or (GOF/G2F) 149092.8 149092.6 1.3
1Lys GOF/GOF 148640.3 148639.7 43
1Llys GOF/G1F 148802.5 148801.2 8.6
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0Lys (G1F)2 or (GOF/G2F) 148836.5 148835.7 5.1
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